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Abstract

The results for genetic diversity analysis in Thai Cervidae family (N=81), which were Sambar deer (Cervus
unicolor), Hog deer (Cervus porcinus), Brow-antlered deer (Cervus eldi), Barking deer (Muntiacus muntjak), using 13 loci of
microsatellites found that only 10 loci of SSM26, BM203, PM4440, TGLA431, AGLA293, BM1706, TGLA337,
BL41, BR4502 and HUJII77 were specific for detecting genetic diversity in Cervidae family. The DNA fragment length
showed 1-5 alleles per locus. Construction of dendrogram from Nei's genetic distance found that all Cervidae could be classified
separately with distance above 0.8. The result showed that Hog deer was related to Brow-antlered deer. In addition, the genetic

of Thai Sambar deer was noticeably different from other Cervidae.
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Abstract

The results for genetic diversity analysis in Thai Cervidae family (N=81), which were Sambar deer (Cervus
unicolor), Hog deer (Cervus porcinus), Brow-antlered deer (Cervus eldi), Barking deer (Muntiacus muntjak), using 13 loci of
microsatellites found that only 10 loci of SSM26, BM203, PM4440, TGLA431, AGLA293, BM1706, TGLA337,
BL41, BR4502 and HUJII77 were specific for detecting genetic diversity in Cervidae family. The DNA fragment length
showed 1-5 alleles per locus. Construction of dendrogram from Nei's genetic distance found that all Cervidae could be classified
separately with distance above 0.8. The result showed that Hog deer was related to Brow-antlered deer. In addition, the genetic

of Thai Sambar deer was noticeably different from other Cervidae.
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1. AUPIALDULBUIYE (DNA marker)
o [ [ CAL o U L= = L
dmsudaiihlunddaiiveeslneg da nnath
BN BT9RTId WAzLAY

2. MSIAFDUAIINNAINYAIENIS
wugnssntiiadssiiiuaauanulnadanuaes
SN annmszasdaTthlunddaitueaclng



90 MU RBATINNAINHAEN IR UGNIINLAATINFOURE D

co oo

UegdwmsuaniUneddniivaedne

alnsniuazdamsdnm
IDENUAEMITAUAIDENIEDA
HUMBENNEDA MUY 81 @IpdN 1N
Anethaazsnauy 32 6 enseaasing
SNIUL3 1 BLEIBZIIABZINATINY 14 62 Uaz
LFIAAZINATINY 22 67 ndanilnzEsdaith
Ae BnaAe Fawiamegsysal lasthudiad
@aanndudansmiine (jugular vein) SaEnszuan
02110 10 ml. WNANN2IAWBS 18 LAY
(29819L88ANUIU 8-10 NadaN5 lUNABA
NAaWING 10 ml. 71d0.5M EDTA tilatleaiy
msuBada  vaudnn Mnihdathudoaudiiiu
Vit Aeuiazthlaraaduelusumaudaly luves
Ufuamsiugmansuazsmnalulagiimwmaindm
FENS AMNEATAENS NININEIFBYDULAY
MIaNaaLduLe 1hmeedanraedad
udazimmniuuendnudiadanm waziin@aauns
faedastiuissianuEisey 3,000 sau/ANT
Uszanas 20 il ninhdueeafindearn
(buffy coat) 1/ u,ﬂnaﬁ'mﬁlﬁul,aﬁmquwméw Gagu
PURE-GENE™ (Gentra Inc., MA) ©93&8u
QNﬂWWﬁLguta(ﬁ’m 0.8 % agarose gel electrophoresis
MANUNTINTDUAN NI NTUR B ULeTBILG AL
GT’JE)EI"NGT’JEILFI%QQ spectrophotometer Usuanu
watussazansiduenanalaliiinnudugu
100 ng/ul iuasazanal$ii -20 asazaldes
Aauiazhluseeluduaaude
mIsnTgauLaUiduednIthnddaiiu
@onldlulasuzniialavlnswasisumziudicue
a9y 8 Taly (CSSM26, BM203, PM4440,
TGLA431, AGLA293, BM2320, BM17086,
TGLA337) wenniidadanlslulasusniialasi
Twswasisnmziulasiulsndasivsmanla an
5 Taly (MB101, MB079, BL41, BR4502,
HUJII77) syumavnasiuay 13 Taly ¥nsuiy
USinaddue ﬁ?ﬂﬂﬁﬁ%ﬂ’]gﬂ‘[‘ﬁ (Polymerase Chain

M5E15308 WU, 11 (2) : 1909, - 1.9, 2549

Reaction, PCR) $RE@IUNEN  WWNATIAY 10
lulasdas Usznaumedtduiaeuuuy (DNA
template) @NLTNAU 50 ng/Ul UIU 1
lulasams, 1X PCR Unwas 3wu 1 laulasans
(10X PCR buffer), usniiiBannaa sy anuiudu
50 mM Y 0.8 Lulpsans, INTP AnNndy
1omM/W uau 1 lulesdas wazlwswasludiu
284 forward WAT reverse MNNLINAY SUM/ul
#ileas 1 INIﬂiami, oulzad Taq DNA Polymerase
AN NTY 5U/ uu 0.1 Lulasdas
(Promega, San Diego, CA) ﬁl’lﬂé'lu (sterilized
distilled water) MU 4.1 lulA5805
mamil§asengnldazldiadaaiia
USuradduedalud® PCR (GeneAmp PCR
System 9600, Perkin-Elmer Applied Biosystems,
CcA) fiaumsmanugasljisergnld muue
QaunNil 94 BaFN@ALBEE U 5 W Lol 3
dusuaduuuuiuenludBulasmadaradia
anysal mnﬁy'm’éuﬂﬁﬁ%mgn‘[ﬁ PNIY 35 59U MY
Niauﬁqmwgﬁﬁhm uADaMUYN 94 8A)
walded WY 30 3 (Aduedeaawuenily
fBwamadm) mm’fuamqmwgﬁaﬂuﬁw 48-56
BT d (ﬁaqqmwgﬁﬁmmzauﬁuﬁﬂwsma%
udazailn) e lWidudiBuaduuuuiusiag
wanzansulwswad WWoannu 45 51f waziis
anvniituilssdy 72 avenizaidea wiu 45 Sind
Fumpuiite WimsinsouUFNnMsTUMAY
athamanzanaaelnswesuaziBuaduuuy e
UfAsegnlzvhnuasy 35 sau naudugaujase
Iﬁmqmwgﬁﬁ 72 NFNEaLEEE WU 5 WNNUIU
199U %ﬂﬁalé'iwﬁy'umaunwsﬁwﬂﬁﬁ%ﬂwgﬂ‘[ﬁta‘%ﬂgu
CEaNGHITEDY
Nntmhuandeilanndjasengnls
(PCR product) TUSe i Ham s o
Tunau fa wWan loading dye (989% deionized
formamide 10mM EDTA (pH 8.0) 0.025%
xylene cyanol FF 0.025% bromophenol blue) U
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1 lulasdmsiu PCR product 11 PCR product
duases PCR Tigamnii 94 avenwaided wu
5 Wi elW PCR product famwiludiduie
st e nsimsiinUSnaweslalas -
wrniialasididute amasauuaudBuedilaan
maviinUsnadiduennufidmgnld deades
ddnnslnsaa (vertical electrophoresis)(Mini Protein
11, Bio-Rad Laboratories, Richmond, CA) @8l
12 % polyacrylamide gel (Sigma, Inc., CA) EIUES
ava186NaN 1 M TBE buffer (0.089 M Tris base,
0.089 M boric acid, 0.002 M EDTA, pH 8.0)
e 50 1l finszualniih 80 Tl anaglwih
300 faduenuld Wansummuanadauusuma
polyacrylamide @28 ethydium bromide (10 mg/ml)
w1y 10 107 MnduasRguoudidueiuldiaios
UV trans—illuminator 13sutfisugudiduadlaan
MsdaAzinuLaudBue  u1esgIu (DNA
marker) GeneRuler'™ 100 bp DNA ladder
(Fermentas)

MIIUANLWHANNGDG Toyazauay
microsatellite DNA #laanms3asziazthum
ANNBsaaa WaEIEHEUNNNWUGNIIH (genetic
distance) MNITNITVDY Nei (1972) UaTdTINUHY
Mweulsl (dendrogram) #2875 UPGMA @78
Iﬂ‘jLLﬂiuﬂo’ngf\lgﬂ NTSYS-computer package
version 2.01 (Hallis, 1984)

HANITANH
mamenzvlulasuzniialalnswasi
SunzfusmsuUsNEasdEwanath Weanne
azevaza wazie 1 13 Taly wulwswes 10
Taly Sl duiuaimmnziumauusuuss sy
izaangueaene Taglwawasne 10 Taludaems
NI UM STAUAINUBENMINLEN (annealing
temperature, Ta) SeviNa@U@AULUUNUlNSINDS
fuanearudeusaslumaei 1

ﬂ'ﬁﬂimﬂj%ﬂ'ﬂNﬂﬂ']ﬂ“ﬁﬂ’]il“/lﬁ‘ﬁuqﬂiiNLLﬂZmi’]ﬁ]ﬂa‘UﬁLguLB 9 1

detdniudniuneddniiuaasine

dnsululasuanidialarlnswes 3 Tals
#a BM2320, MB101, waz MB079 t{ulwswas
Afiaeuualdsmnsfussuuauuasdiiute
yasdeithlusddninuaelng

PUINBAFS usTAIINAEARS

nnmsaadaululasuaniiala lnswes
10 Taly nuwaudBwafithennmsiinSna o
Fowu woudiBueinuinnasud 120-500 Alud
HaLaUMBUDIN 1 B4 5 oaaa  amsulwsaes
imliiAauoudiBueiiienuvanvas iigade
Iwswas HUIIT7 wu 5 8ada lungudad
ilanse dwiulnswasudaclals Snnusada uas
ﬁaammﬁ'ﬁaﬁaiuﬂéuﬁaaﬂWQLLdazﬂejuu,aml‘ﬂu
MW 2

N130339d8UAIINUANA 1 FUUUY
I

HANNMIIANAFULUUZRILOUALE WD
Auanshaiuluudaslnsmad wuhiimsiiingSne
wmLmulﬂﬂmﬁmﬁalaﬁﬁLﬁmaﬁﬁwmngmmu
s 2-5 daa TealwswasinuwaudBuavan
gﬂtmuﬁthmu 5 9098 oA lWsias BR4502
waz HUJTI77 eaudaslumsied 3

STHLHINNNWUGATIN

MINATHILELNNINUGNITHVRITO T
thiulng (nmeth dense avasazals uazdy) lu
miseessillidayarnuiudazdadann 10 Taly
1 33 a8 WUMIIATIZHMAT genetic distance
FEUTNNGUAIDENUABNEN TNNTIATIEVULUY
unbiased distance MNIFUdY Hallis o2elU50Ln5%
d1533U NTSYS-PC v.2.01 HamM3IATILHuan
Blumsai 4





